Imaging Analysis. After discarding the first 8 volumes of the time series to account for MRI equilibration effects, all functional volumes were realigned to the mean volume using Fourier interpolation. To exclude that the effects of diagnosis were biased by motion extent differences, we computed average Euclidean distance from the first scan for each subject and compared them across diagnostic groups. We did not find any difference for this parameter (MDD, 0.13±0.06 mm; HC, 0.14±0.09 mm; p=0.52). Before entering the ICA, realigned data were skull-stripped, intensity normalized, smoothed with a 6-mm FWHM isotropic 3D Gaussian kernel, linearly detrended and converted to Z-scores. Before entering LFF analysis, realigned data were temporally despiked with a hyperbolic tangent squash, linearly detrended, spatially smoothed with a 6-mm FWHM isotropic kernel and grand-mean scaled.
Registration. Each individual's high-resolution structural image was registered to the Montreal Neurological Institute 152-brain (MNI-152) template using a linear affine transformation with 12 degrees of freedom. This transformation was then applied to each individual's data with 3-mm isotropic voxel size before the performing the ICA and at the end of the LFF analysis, respectively. 
Tab. S.3. Demographic and clinical and imaging differences between drug-free patients with MDD and healthy controls (HC). U, Mann
Whitney U-statistics of the differences between the two groups; p, p-value of these differences. M, mean; SD, Standard deviation; a.u., arbitrary units; fALFF, fractional amplitude of low frequency fluctuations; pgCC, perigenual cingulate cortex; sgCC, subgenual cortex. DMN subsystems connectivity is measured as the average of the voxel-wise IC loadings within a cluster showing the effect of diagnosis (Fig.1) . 
